SEQUENCE LISTING 
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<160> 17 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 46 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> VARIANT 
<222> (1) . . . (46) 

<223> Xaa at 2, 3, 4, 5, 6, 7, 9, 10, 11, 17, 18, 19, 
20, 21, 23, 25, 30, 31, 32, 34, 35, 38, 39, 40, 
41, 42, and 45 can be any amino acid; Xaa at 8 can 
be Glu or Asp; Xaa at 14 and 22 can be Val or lie. 

<223> Based on consensus from Homo sapiens and Mus 
musculus 



<400> 1 




























Glu Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Cys Lys 


Xaa 


Cys 


Met 


1 






5 










10 








15 




Xaa Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Phe 


Xaa 


Pro 


Cys 


Gly His 


Xaa 


Xaa 


Xaa 






20 










25 








30 






Cys Xaa 


Xaa 


Cys 


Ala 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Cys 


Pro Xaa 


Cys 








35 










40 








45 









<210> 2 
<211> 68 
<212> PRT 

<213> Artificial Sequence 



<220> 

<221> VARIANT 
<222> (1) . . . (68) 

<223> Xaa at 1, 2, 3, 6, 9, 10, 14, 15, 18, 19, 20, 21, 
24, 30, 32, 33, 35, 37, 40, 42, 43, 44, 45, 46, 
47, 49, 50, 51, 53, 54, 55, 56, 57, 59, 60, 61, 
62, 64 and 66 can be any amino acid; Xaa at 13, 16 
and 17 can be any amino acid or absent. 

<223> Based on consensus from Homo sapiens and Mus 
musculus 



<400> 2 

Xaa Xaa Xaa Arg 
1 

Xaa Xaa Xaa Xaa 
20 

Xaa Asp Xaa Val 
35 

Xaa Xaa Xaa Asp 
50 

Cys Xaa Phe Val 
65 



Leu Xaa Thr Phe 
5 

Xaa Leu Ala Xaa 

Xaa Cys Phe Xaa 
40 

Xaa Xaa Xaa Xaa 
55 



Xaa Xaa Trp Pro 
10 

Ala Gly Phe Tyr 
25 

Cys Xaa Xaa Xaa 

Xaa His Xaa Xaa 
60 



Xaa Xaa Xaa Xaa 
15 

Tyr Xaa Gly Xaa 
30 

Xaa Xaa Xaa Trp 
45 

Xaa Xaa Pro Xaa 



<210> 3 
<211> 5232 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> variation 

<222> 4623 

<223> n can be any nucleotide 

<221> variation 

<222> 4622 

<223> n can be any nucleotide 



<400> 3 

gaaaaggtgg 

aaaacttgtg 

ttaaaaactt 

gcagggtttc 

gtagatagat 

tgcagattta 

atccagaatg 

gacaggccat 

tcagacacca 

tttcagaact 

tactacacag 

tgggaacctt 

gttttgggcc 

ttcccaaatt 

tttacttttg 

tatgctttag 

tggaagccca 

ctgttagaac 



acaagtccta 
tacctgcaga 
ttgctaattt 
tttatactgg 
ggcaatatgg 
tcaacggctt 
gtcagtacaa 
ctgagacaca 
tatacccgag 
ggccagacta 
gtattggtga 
gtgatcgtgc 
ggaatcttaa 
caacaaatct 
ggacatggat 
gtgaaggtga 
gtgaagaccc 
agaagggaca 



ttttcaagag 
catcaataag 
tccaagtggt 
tgaaggagat 
agactcagca 
ttatcttgaa 
agttgaaaac 
tgcagactat 
gaaccctgcc 
tgctcaccta 
ccaagtgcag 
ctggtcagaa 
tattcgaagt 
tccaagaaat 
atactcagtt 
taaagtaaag 
ttgggaacaa 
agaatatata 



aagatgactt 
gaagaagaat 
agtcctgttt 
accgtgcggt 
gttggaagac 
aatagtgcca 
tatctgggaa 
cttttgagaa 
atgtatagtg 
accccaagag 
tgcttttgtt 
cacaggcgac 
gaatctgatg 
ccatccatgg 
aacaaggagc 
tgctttcact 
catgctaaat 
aacaatattc 



ttaacagttt 
ttgtagaaga 
cagcatcaac 
gctttagttg 
acaggaaagt 
cgcagtctac 
gcagagatca 
ctgggcaggt 
aagaagctag 
agttagcaag 
gtggtggaaa 
actttcctaa 
ctgtgagttc 
cagattatga 
agcttgcaag 
gtggaggagg 
ggtatccagg 
atttaactca 



tgaaggatct 
gtttaataga 
actggcacga 
tcatgcagct 
atccccaaat 
aaattctggt 
ttttgcctta 
tgtagatata 
attaaagtcc 
tgctggactc 
actgaaaaat 
ttgcttcttt 
tgataggaat 
agcacggatc 
agctggattt 
gctaactgat 
gtgcaaatat 
ttcacttgag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 



-2- 



gagtgtctgg taagaactac tgagaaaaca ccatcactaa ctagaagaat tgatgatacc 1140 

atcttccaaa atcctatggt acaagaagct atacgaatgg ggttcagttt caaggacatt 1200 

aagaaaataa tggaggaaaa aattcagata tctgggagca actataaatc acttgaggtt 1260 

ctggttgcag atctagtgaa tgctcagaaa gacagtatgc aagatgagtc aagtcagact ,1320 

tcattacaga aagagattag tactgaagag cagctaaggc gcctgcaaga ggagaagctt 1380 

tgcaaaatct gtatggatag aaatattgct atcgtttttg ttccttgtgg acatctagtc 1440 

acttgtaaac aatgtgctga agcagttgac aagtgtccca tgtgctacac agtcattact 1500 

ttcaagcaaa aaatttttat gtcttaatct aactctatag taggcatgtt atgttgttct 1560 

tattaccctg attgaatgtg tgatgtgaac tgactttaag taatcaggat tgaattccat 1620 

tagcatttgc taccaagtag gaaaaaaaat gtacatggca gtgttttagt tggcaatata 1680 

atctttgaat ttcttgattt ttcagggtat tagctgtatt atccattttt tttactgtta 1740 

tttaattgaa accatagact aagaataaga agcatcatac tataactgaa cacaatgtgt 1800 

attcatagta tactgattta atttctaagt gtaagtgaat taatcatctg gattttttat 1860 

tcttttcaga taggcttaac aaatggagct ttctgtatat aaatgtggag attagagtta 1920 

atctccccaa tcacataatt tgttttgtgt gaaaaaggaa taaattgttc catgctggtg 1980 

gaaagataga gattgttttt agaggttggt tgttgtgttt taggattctg tccattttct 2040 

tttaaagtta taaacacgta cttgtgcgaa ttattttttt aaagtgattt gccatttttg 2100 

aaagcgtatt taatgataga atactatcga gccaacatgt actgacatgg aaagatgtca 2160 

aagatatgtt aagtgtaaaa tgcaagtggc aaaacactat gtatagtctg agccagatca 2220 

aagtatgtat gtttttaata tgcatagaac aaaagatttg gaaagatata caccaaactg 2280 

ttaaatgtgg tttctcttcg gggagggggg gattggggga ggggccccag aggggtttta 2340 

taggggcctt ttcactttct acttttttca ttttgttctg ttcgaatttt ttataagtat 2400 

gtattacttt tgtaatcaga atttttagaa agtattttgc tgatttaaag gcttaggcat 2460 

gttcaaacgc ctgcaaaact acttatcact cagctttagt ttttctaatc caagaaggca 2520 

gggcagttaa cctttttggt gccaatgtga aatgtaaatg attttatgtt tttcctgctt 2580 

tgtggatgaa aaatatttct gagtggtagt tttttgacag gtagaccatg tcttatcttg 2640 

tttcaaaata agtatttctg attttgtaaa atgaaatata aaatatgtct cagatcttcc 2700 

aattaattag taaggattca tccttaatcc ttgctagttt aagcctgcct aagtcacttt 2760 

actaaaagat ctttgttaac tcagtatttt aaacatctgt cagcttatgt aggtaaaagt 2820 

agaagcatgt ttgtacactg cttgtagtta tagtgacagc tttccatgtt gagattctca 2880 

tatcatcttg tatcttaaag tttcatgtga gtttttaccg ttaggatgat taagatgtat 2940 

ataggacaaa atgttaagtc tttcctctac ctacatttgt tttcttggct agtaatagta 3000 

gtagatactt ctgaaataaa tgttctctca agatccttaa aacctcttgg aaattataaa 3060 

aatattggca agaaaagaag aatagttgtt taaatatttt ttaaaaaaca cttgaataag 3120 

aatcagtagg gtataaacta gaagtttaaa aatgcctcat agaacgtcca gggtttacat 3180 

tacaagattc tcacaacaaa cccattgtag aggtgagtaa ggcatgttac tacagaggaa 3240 

agtttgagag taaaactgta aaaaattata tttttgttgt actttctaag agaaagagta 33 00 

ttgttatgtt ctcctaactt ctgttgatta ctactttaag tgatattcat ttaaaacatt 3360 

gcaaatttat tttatttatt taattttctt tttgagatgg agtcttgctt gtcacccagg 3420 

ctggagtgca gtggagtgat ctctgctcac tgcaacctcc gccttctggg ttcaagcgat 3480 

tctcgtgcct cagcttcctg agtagctgga attacaggca ggtgccacca tgcccgacta 3540 

attttttttt atttttagta gagacggggt ttcaccatgt tggccaggct ggtatcaaac 3 600 

tcctgacctc aagagatcca ctcgccttgc cctcccaaag tgctgggatt acaggcttga 3 660 

gccaccacgc ccggctaaaa cattgcaaat ttaaatgaga gttttaaaaa ttaaataatg 3720 

actgccctgt ttctgtttta gtatgtaaat cctcagttct tcacctttgc actgtctgcc 3780 

acttagtttg gttatatagt cattaacttg aatttggtct gtatagtcta gactttaaat 3840 

ttaaagtttt ctacaagggg agaaaagtgt taaaattttt aaaatatgtt ttccaggaca 3 900 

cttcacttcc aagtcaggta ggtagttcaa tctagttgtt agccaaggac tcaaggactg 3 960 

aattgtttta acataaggct tttcctgttc tgggagccgc acttcattaa aattcttcta 4020 

aaacttgtat gtttagagtt aagcaagact ttttttcttc ctctccatga gttgtgaaat 4080 

ttaatgcaca acgctgatgt ggctaacaag tttattttaa gaattgttta gaaatgctgt 4140 

tgcttcaggt tcttaaaatc actcagcact ccaacttcta atcaaatttt tggagactta 4200 

acagcatttg tctgtgtttg aactataaaa agcaccggat cttttccatc taattccgca 4260 

aaaattgatc atttgcaaag tcaaaactat agccatatcc aaatcttttc cccctcccaa 4320 

gagttctcag tgtctacatg tagactattc cttttctgta taaagttcac tctaggattt 4380 

caagtcacca cttattttac attttagtca tgcaaagatt caagtagttt tgcaataagt 4440 

acttatcttt atttgtaata atttagtctg ctgatcaaaa gcattgtctt aatttttgag 4500 

aactggtttt agcatttaca aactaaattc cagttaatta attaatagct ttatattgcc 4560 

tttcctgcta catttggttt tttcccctgt ccctttgatt acgggctaag gtagggtaag 4620 



-3- 



anngggtgta 
ttttgttgtt 
aaaatttgta 
taccctttaa 
ggggctagta 
atgaaataaa 
ctgaggcagg 
cccgtctcta 
gctactcggg 
gccgagatct 
aaaaaaaaaa 



gtgagtgtat 
atattattta 
ttttgaacta 
acccgaatca 
tatcagtagg 
atggggctgg 
tggatcacga 
ctaaaaaaca 
aggctgaggc 
cgccactgca 
ag 



ataatgtgat 
catttcagta 
tgaatggaga 
ttgttttatt 
atatactatg 
gctcagtggc 
ggtcaggaga 
gaaaattagc 
aggagaatgg 
ctccagcctg 



ttggccctgt 
gttgtttttt 
ctaccgcccc 
tcctgattac 
ggatgtatat 
tcacgcctgt 
tcgagaccat 
cgggcgtggt 
tgtgaacccg 
ggcaacagag 



gtattatgat 
gtgtttccat 
agcattagtt 
acaggtgttg 
atatcattgc 
aatcccagca 
cctggctaac 
ggcgggcgcc 
ggaggcagag 
caagactctg 



attttgttat 
tttaggggat 
tcacatgata 
aatggggaaa 
tgttagagaa 
ctttgggagg 
acggtgaaac 
tgtagtccca 
cttgcagtga 
tctcaaaaaa 



4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5232 



<210> 4 
<211> 497 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Thr 


Phe 


Asn 


Ser 


Phe 


Glu 


Gly 


1 








5 








lie 


Asn 


Lys 


Glu 


Glu 


Glu 


Phe 


Val 








20 










Phe 


Ala 


Asn 


Phe 


Pro 


Ser 


Gly 


Ser 






35 










40 


Arg 


Ala 


Gly 


Phe 


Leu 


Tyr 


Thr 


Gly 




50 










55 




Ser 


Cys 


His 


Ala 


Ala 


Val 


Asp 


Arg 


65 










70 






Gly 


Arg 


His 


Arg 


Lys 


Val 


Ser 


Pro 










85 








Tyr 


Leu 


Glu 


Asn 


Ser 


Ala 


Thr 


Gin 








100 










Gly 


Gin 


Tyr 


Lys 


Val 


Glu 


Asn 


Tyr 






115 










120 


Leu 


Asp 


Arg 


Pro 


Ser 


Glu 


Thr 


His 




130 










135 




Gin 


Val 


Val 


Asp 


He 


Ser 


Asp 


Thr 


145 










150 






Tyr 


Cys 


Glu 


Glu 


Ala 


Arg 


Leu 


Lys 










165 








Ala 


His 


Leu 


Thr 


Pro 


Arg 


Glu 


Leu 








180 










Gly 


He 


Gly 


Asp 


Gin 


Val 


Gin 


Cys 






195 










200 


Asn 


Trp 


Glu 


Pro 


Cys 


Asp 


Arg 


Ala 




210 










215 




Pro 


Asn 


Cys 


Phe 


Phe 


Val 


Leu 


Gly 


225 










230 






Ser 


Asp 


Ala 


Val 


Ser 


Ser 


Asp 


Arg 










245 








Pro 


Arg 


Asn 


Pro 


Ser 


Met 


Ala 


Asp 








260 










Gly 


Thr 


Trp 


He 


Tyr 


Ser 


Val 


Asn 






275 










280 


Phe 


Tyr 


Ala 


Leu 


Gly 


Glu 


Gly 


Asp 




290 










295 




Gly 


Gly 


Leu 


Thr 


Asp 


Trp 


Lys 


Pro 



Ser 


Lys 


Thr 


Cys 


Val 


Pro 


Ala 


Asp 




10 










15 




Glu 


Glu 


Phe 


Asn 


Arg 


Leu 


Lys 


Thr 


25 










30 






Pro 


Val 


Ser 


Ala 


Ser 


Thr 


Leu 


Ala 










45 








Glu 


Gly 


Asp 


Thr 


Val 


Arg 


Cys 


Phe 








60 










Trp 


Gin 


Tyr 


Gly 


Asp 


Ser 


Ala 


Val 






75 










80 


Asn 


Cys 


Arg 


Phe 


He 


Asn 


Gly 


Phe 




90 










95 




Ser 


Thr 


Asn 


Ser 


Gly 


He 


Gin 


Asn 


105 










110 






Leu 


Gly 


Ser 


Arg 


Asp 


His 


Phe 


Ala 










125 








Ala 


Asp 


Tyr 


Leu 


Leu 


Arg 


Thr 


Gly 








140 










He 


Tyr 


Pro 


Arg 


Asn 


Pro 


Ala 


Met 






155 










160 


Ser 


Phe 


Gin 


Asn 


Trp 


Pro 


Asp 


Tyr 




170 










175 




Ala 


Ser 


Ala 


Gly 


Leu 


Tyr 


Tyr 


Thr 


185 










190 






Phe 


Cys 


Cys 


Gly 


Gly 


Lys 


Leu 


Lys 










205 








Trp 


Ser 


Glu 


His 


Arg 


Arg 


His 


Phe 








220 










Arg 


Asn 


Leu 


Asn 


He 


Arg 


Ser 


Glu 






235 










240 


Asn 


Phe 


Pro 


Asn 


Ser 


Thr 


Asn 


Leu 




250 










255 




Tyr 


Glu 


Ala 


Arg 


He 


Phe 


Thr 


Phe 


265 










270 






Lys 


Glu 


Gin 


Leu 


Ala 


Arg 


Ala 


Gly 










285 








Lys 


Val 


Lys 


Cys 


Phe 


His 


Cys 


Gly 








300 










Ser 


Glu 


Asp 


Pro 


Trp 


Glu 


Gin 


His 



1 



305 










310 










315 










T O ft 

320 


Ala 


Lys 


Trp 


Tyr 


Pro 


Gly 


Cys 


Lys 


Tyr 


Leu 


Leu 


Glu 


Gin 


Lys 


Gly 


Gin 










325 










330 










o o c 

33 5 




Glu 


Tyr 


lie 


Asn 


Asn 


-J- "I _ 

lie 


His 


Leu 


Thr 


His 


Ser 


Leu 


Glu 


CjlU 


Cys 


Leu 








340 










345 










T r A 

3 50 






Val 


Arg 


Thr 


Thr 


Glu 


Lys 


Thr 


Pro 


Ser 


Leu 


Thr 


Arg 


Arg 


lie 


Asp 


Asp 






355 










360 










3 65 








Thr 


lie 


Phe 


Gin 


Asn 


Pro 


Met 


Val 


Gin 


Glu 


Ala 


lie 


Arg 


Met 


Gly 


Phe 




370 










375 










380 










Ser 


Phe 


Lys 


Asp 


lie 


Lys 


Lys 


lie 


Met 


Glu 


Glu 


Lys 


lie 


Gin 


He 


Ser 


385 










390 










395 










400 


Gly 


Ser 


Asn 


Tyr 


Lys 


Ser 


Leu 


Glu 


Val 


Leu 


Val 


7\ "I _ 

Ala 


Asp 


Leu 


Val 


Asn 










405 










410 










415 




Ala 


Gin 


Lys 


Asp 


Ser 


Met 


Gin 


Asp 


Glu 


Ser 


Ser 


Gin 


Thr 


Ser 


Leu 


Gin 








420 










425 










430 






Lys 


Glu 


lie 


Ser 


Thr 


Glu 


Glu 


Gin 


Leu 


Arg 


Arg 


Leu 


Gin 


Glu 


Glu 


Lys 






43 5 










A A A 

440 










A A C 

44 b 








Leu 


Cys 


Lys 


lie 


Cys 


Met 


Asp 


Arg 


Asn 


He 


Ala 


He 


Val 


Phe 


Val 


Pro 




450 










455 










460 










Cys 


Gly 


His 


Leu 


Val 


Thr 


Cys 


Lys 


Gin 


Cys 


Ala 


Glu 


Ala 


Val 


Asp 


Lys 


465 










470 










475 










480 


Cys 


Pro 


Met 


Cys 


Tyr 


Thr 


Val 


He 


Thr 


Phe 


L ys 


Gin 


Lys 


He 


Phe 


Met 










485 










490 










495 




Ser 

































<210> 5 
<211> 6669 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> variation 

<222> (3677) . . . (3951) 

<223> n can be any nucleotide 



<400> 5 

ttgctctgtc 

tgggctcaag 

accatgtctg 

tttgaggctg 

gctgggatta 

agcatactct 

attatcctat 

tgatggacac 

tagtgccagt 

gagactacca 

aaagggcaca 

tgttgctaga 

tcttacattt 

aaaaatggat 

ggtacaatgt 

tggggaagct 

aaataaattt 

gccaaacata 

tttgagacag 

ctgcaacctc 

gattacaggc 



acccagtttg 
tgaacctcct 
gctaattttt 
gtctcaaaca 
caggagtgag 
gtttacgtat 
ttttctcaaa 
atgtgttaca 
tcaatgacaa 
gaacagtcag 
gctgctgctc 
tcttttgatg 
aaacatgttg 
ttggaaactg 
gaattttctg 
aagtgcagag 
caaaataaaa 
atatgtcttc 
agtcttgctg 
cacctcccag 
gcgtaccacc 



gagtgcagtt 
gcctcagcct 
gagtttcttt 
cctgggctca 
ccatggcatg 
ttgatatgaa 
acatatgtcc 
ttgatttcac 
atagcaacag 
tcccagtgtc 
agctttagct 
tttcaagaga 
gcaattaatg 
gattaaattc 
gtttctttaa 
tatgcagaaa 
ataaaaactt 
cagtttgaaa 
tgtcacccag 
gctcaaatga 
acacccagct 



atgcagtctc 
ctcaagtagc 
gtagagatgg 
agcaatccat 
aggccttgtg 
ggaatatcct 
tttttctcta 
tttctcataa 
tctgttattg 
agggaatcaa 
gattgctgcc 
agcttggaat 
gtaagattta 
aaatgaggca 
ttgcactgta 
ctattatttt 
agtaaagaac 
cctctgggtt 
gctggagtgt 
ttctcctgcc 
aatttttgta 



acactgcaag 
tgggaccaca 
tgttttgcca 
ctacctcagc 
gggtgtctct 
tcctttccac 
cttttcattt 
ttctgctgta 
ctagactgtt 
agagaacatg 
ctgcaggact 
ctagaatgtg 
aaaatactgt 
tgcagattaa 
attaggtaag 
tgtaagtttt 
tataatgcaa 
ttattttatt 
agtggcacta 
tcagcctccg 
tttttagtag 



ctctgcctca 
ggcaggtgcc 
agtcacccag 
ctcccaaagt 
tttaaatgaa 
aaagacaaaa 
ttgttacttt 
agaaaaacaa 
actgttagtg 
ttccctctct 
ataggcccag 
atgggaagtc 
ggtccaagaa 
tctacagcat 
atgttagctt 
ctctaagtat 
ttctatgtaa 
ttattttatt 
tttcggccca 
gagtagctgg 
agatggggtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



-5- 



tcaccatttt ggccaggctg gttttgaact 
ctcccaaaat gctgggatta caggcgtgag 
tatctctttt tggcctctac agtgcctagt 
aattactagt actctatttt ggagaaaatg 
tgagtcgttt gagttttaaa actgtctttt 
gaaaacgact tcttctagat ttttttttca 
tggagaccta aaatccttaa agggacttag 
gtaaacaaat taagtattaa ctggtgtttt 
tgatcgagtt atataaggta taccataatg 
aaaggaaaag tgattctagc tggggcatat 
gcagtctcct actggcacat tctcccatta 
aaagatttta aaatgagtga cagttatttg 
aattaaagaa acatgcagat gaaagttttg 
aaaaatcaag aacaaagctt tttgatatgt 
atgtgatgat tggtcaagaa attatccagt 
ccaaaagttt gtttaaatgg gctgttaccg 
gaaggttaca ttttaggaaa tgaagaaact 
acaaagaaga tttttataac aatgtgtaaa 
tagatacaat tacttacctt tgagggaaat 
ctgccacctg gaaacaaagc attgaagtct 
caggaaacca tgcttgcaaa ccactggtaa 
tgacttgctt attggtcatt gctagtatta 
taaatcataa ttgagaaatt ctgaattttg 
tattattttt tttgtcatga taaattctgg 
tgaccaaaac taaattgatg caatttgatt 
aacttttgac tgttttaaaa aataaatcca 
aaacatttag aaaaacaaaa gttcaaaaat 
tacaatgtta gttctttgag ggggacaaaa 
cagccatatc taaattatct taagaaaatt 
attctgtttt tccaaaagta acctgaatat 
tttgggcaga gtctcttttt gcagcacctg 
atgttctagc caagtatact attagaataa 
atgaaactga gtccaaaaga ccaaatgaac 
aatagaatat ttaattgtgt aagatctaat 
tgatgatcta tgggaaataa ctattattta 
ttagccagtc ctgttactag taaatctctt 
tctccttatt agaaggattg tagaaagaaa 
atatcatatt tcactgaatt caaaatgtct 
acctctaaga aataaaagtg cttctaatta 
cttgataaca gaagttttaa aatagccatc 
ttttcctcct ttgagtnagg tcttgtgctt 
ccaanaagca aantaaacct attctgaata 
tttcccncca tgnnagaagc ttcatgagtc 
cactgaaaca tttctagtag cctggagnag 
aatggcatcc tgatggctta atacacatca 
cagcttactc tgtagcatca tgtttacatt 
tgtgtatttc ttccttaaaa tgtatcagta 
aaatgcatag aaataaaaat aataaaaaat 
aaactgataa aagcaaagcc atgcacaaaa 
tcttccccat tcatttcatt atgaacatag 
tgaaaagcgc caacacgttt gaactgaaat 
ctacgtattc cacttttcct gctggggttc 
gtttctatta cactggtgtg aatgacaagg 
ataactggaa aagaggagac agtcctactg 
gattcgttca gagtctaaat tccgttaaca 
cttcttcagt aacacattcc acacactcat 
tccgtggctc ttattcaaac tctccatcaa 
tttctgcctt gatgagaagt tcctacccct 
ttacttttca gacatggcca ttgacttttc 



cctgacctca agtgatccac ttgtcttggc 1320 
ccactgcacc aggcagaggc ctctgttttt 1380 
aaagcacctg atacatggta aacgatcagt 1440 
attttttaaa aagtcattgt gttccatcca 1500 
tgtttgtttt tgaacaggtt tacaaaggag 1560 
gtttcttcta taaatcaaaa catctcaaaa 1620 
tctaatctcg ggaggtagtt ttgtgcatgg 1680 
actatccaaa gaatgctaat tttataaaca 1740 
agtttgattt tgaatttgat ttgtggaaat 1800 
tgttaaagca tttttttcag agttggccag 1860 
tgtagaatag aaatagtacc tgtgtttggg 1920 
gaacaaagag ctaataatca atccactgca 1980 
acacattaaa atacttctac agtgacaaag 2040 
gcaacaaatt tagaggaagt aaaaagataa 2100 
tatttacaag gccactgata ttttaaacgt 2160 
ctgagaatga tgaggatgag aatgatggtt 2220 
tagaaaatta atataaagac agtgatgaat 2280 
atttttggcc agggaaagga atattgaagt 2340 
aattgttggt aatgagatgt gatgtttctc 2400 
gcagttgaaa agcccaacgt ctgtgagatc 2460 
aaaaaaaaaa aaaaaaaaaa aaagccacag 252 0 
tcgactcaga acctctttac taatggctag 2580 
acaaggtctc tgctgttgaa atggtaaatt 2640 
ttcaaggtat gctatccatg aaataatttc 2700 
atccatctta gcctacagat ggcatctggt 2760 
ctatcagagt agatttgatg ttggcttcag 2820 
gttttcagga ggtgataagt tgaataactc 2880 
aatttaaaat ctttgaaagg tcttatttta 2940 
tttaacaaag ggaatgaaat atatatcatg 3 000 
agcaatgaag ttcagttttg ttattggtag 3060 
ttgtctacca taattacaga ggacatttcc 3120 
aaaaacttaa cattgagttg cttcaacagc 3180 
aaacacatta atctctgatt atttatttta 3240 
agtatcatta tacttaagca atcatattcc 3300 
attaatattg aaaccaggtt ttaagatgtg 33 60 
tatttggaga gaaattttag attgttttgt 3420 
aaaatgacta attggagaaa aattggggat 3480 
tcagttgtaa atcttaccat tattttacgt 3540 
aaatatgatg tcattaatta tgaaatactt 3600 
ttagaatcag tgaaatatgg taatgtatta 3660 
tttnttcctg gccactaaat ntcaccatnt 3720 
tttttgctgt gaaacacttg ncagcagagc 3780 
acacattaca tctttgggtt gattgaatgc 3840 
ttgacctacc tgtggagatg cctgccatta 3900 
ctcttctgtg nagggtttta attttcaaca 3960 
gtatgtataa agattatacn aaggtgcaat 4020 
taggatttag aatctccatg ttgaaactct 4080 
ttttcatttt ggcttttcag cctagtatta 4140 
ctacctccct agagaaaggc tagtcccttt 4200 
tagaaaacag catattctta tcaaatttga 4260 
acgacttgtc atgtgaactg taccgaatgt 4320 
ctgtctcaga aaggagtctt gctcgtgctg 4380 
tcaaatgctt ctgttgtggc ctgatgctgg 4440 
aaaagcataa aaagttgtat cctagctgca 4500 
acttggaagc tacctctcag cctacttttc 4560 
tacttccggg tacagaaaac agtggatatt 4620 
atcctgtaaa ctccagagca aatcaagaat 4680 
gtccaatgaa taacgaaaat gccagattac 4740 
tgtcgccaac agatctggca cgagcaggct 4800 
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tttactacat 
attgggaacc 
ttatagaaaa 
cacatgcagc 
agcagcttgc 
gctgtgatgg 
agtggtttcc 
ttcaagccag 
atgaaaatgc 
caatcatgat 
tggtaaaaca 
atgatcttgt 
gagcaactga 
tttttcaaca 
ttaatgaaca 
aactgattga 
tgcaagaagc 
ttcccacaga 
aaagaacatg 
atctagtagt 
caatcaaggg 
tttagaatta 
aaaattttta 
atctaaacca 
atgaacgaaa 
aaattgtaag 
ttggcattgt 
caggctgagg 
tgagaccctg 
gtcttttttg 
gggacatggt 
aaaaaaaaa 



aggacctgga 
gaaggataat 
tcagcttcaa 
ccgctttaaa 
aagtgcgggt 
tggactcagg 
aaggtgtgag 
ttaccctcat 
agagtcatca 
gaatactcct 
gacagttcag 
gttagactta 
ggaaaaagaa 
tttgacttgt 
agaacatgat 
tacgatttta 
tgaagctgtg 
agatgtttca 
taaagtgtgt 
atgcaaagat 
tacagttcgt 
atttattaaa 
tttatttaca 
tatgaacata 
aagaggtagc 
tgaagtaaaa 
actaataccg 
caagagaatt 
cctttaaaaa 
atcagtgtcc 
gtttttataa 



gacagagtgg 
gctatgtcag 
gacacttcaa 
acattcttta 
ttttattatg 
tgttgggaat 
tacttgataa 
ctacttgaac 
attatccatt 
gtgattaatg 
agaaaaatcc 
ctcaatgcag 
tcaaatgatt 
gtaattccaa 
gttattaaac 
gtaaaaggaa 
ttatatgagc 
gatctaccag 
atggacaaag 
tgtgctcctt 
acatttcttt 
tgtattataa 
actcaaaaaa 
tattttttag 
actacaaaca 
cttaagatat 
ggaacatgaa 
acttgagccc 
caaacagaac 
tatacatcga 
agaattctgt 



cttgctttgc 
aacacctgag 
gatacacagt 
actggccctc 
tgggtaacag 
ctggagatga 
gaattaaagg 
agctgctatc 
ttgaacctgg 
ctgccgtgga 
tagcaactgg 
aagatgaaat 
tattattaat 
tcctggatag 
agaagacaca 
atattgcagc 
atttatttgt 
tggaagaaca 
aagtgtccat 
ctttaagaaa 
catgaagaag 
ctttaacttt 
cattgttttg 
aaactaagag 
caatattcaa 
ttgagttaac 
gccaggtgtg 
aggagtttga 
aaaaacaaaa 
aggtgtgcat 
gagaaaaaat 



ctgtggtgga 
acattttccc 
ttctaatctg 
tagtgttcta 
tgatgatgtc 
tccatgggtt 
acaggagttc 
cacatcagac 
agaagaccat 
aatgggcttt 
agagaattat 
aagggaagag 
ccggaagaat 
tctactaact 
gacgtcttta 
cactgtattc 
gcaacaggac 
attgcggaga 
agtgtttatt 
gtgtcctatt 
aaccaaaaca 
tatcctaatt 
tgtaacatat 
aatgataggc 
tcaaaatttc 
ctttaagaat 
gtggtatgtg 
atccatcctg 
caccagggac 
atatgttgaa 
ttaataaagc 



aaattgagca 
aaatgcccat 
agcatgcaga 
gttaatcctg 
aaatgctttt 
caacatgcca 
atccgtcaag 
agcccaggag 
tcagaagatg 
agtagaagcc 
agactagtca 
gagagagaaa 
agaatggcac 
gccggaatta 
caagcaagag 
agaaactctc 
ataaaatata 
ctacaagaag 
ccttgtggtc 
tgtaggagta 
tcgtctaaac 
tggtttcctt 
ttatatatgt 
ttttgttctt 
agcattattg 
tttaaatatt 
cctgtagtcc 
ggcagcatac 
acatttctct 
tcacatttta 
aaccaaaaaa 



4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6669 



<210> 6 
<211> 604 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Asn 


He 


Val 


Glu 


Asn 


Ser 


He 


Phe 


Leu 


Ser 


Asn 


Leu 


Met 


Lys 


Ser 


1 








5 










10 










15 




Ala 


Asn 


Thr 


Phe 


Glu 


Leu 


Lys 


Tyr 


Asp 


Leu 


Ser 


Cys 


Glu 


Leu 


Tyr 


Arg 








20 










25 










30 






Met 


Ser 


Thr 


Tyr 


Ser 


Thr 


Phe 


Pro 


Ala 


Gly 


Val 


Pro 


Val 


Ser 


Glu 


Arg 






35 










40 










45 








Ser 


Leu 


Ala 


Arg 


Ala 


Gly 


Phe 


Tyr 


Tyr 


Thr 


Gly 


Val 


Asn 


Asp 


Lys 


Val 




50 










55 










60 










Lys 


Cys 


Phe 


Cys 


Cys 


Gly 


Leu 


Met 


Leu 


Asp 


Asn 


Trp 


Lys 


Arg 


Gly 


Asp 


65 










70 










75 










80 


Ser 


Pro 


Thr 


Glu 


Lys 


His 


Lys 


Lys 


Leu 


Tyr 


Pro 


Ser 


Cys 


Arg 


Phe 


Val 










85 










90 










95 




Gin 


Ser 


Leu 


Asn 


Ser 


Val 


Asn 


Asn 


Leu 


Glu 


Ala 


Thr 


Ser 


Gin 


Pro 


Thr 








100 










105 










110 






Phe 


Pro 


Ser 


Ser 


Val 


Thr 


His 


Ser 


Thr 


His 


Ser 


Leu 


Leu 


Pro 


Gly 


Thr 






115 










120 










125 








Glu 


Asn 


Ser 


Gly 


Tyr 


Phe 


Arg 


Gly 


Ser 


Tyr 


Ser 


Asn 


Ser 


Pro 


Ser 


Asn 




130 










135 










140 
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4 



Pro 


Val 


Asn 


Ser 


Arg 


Ala 


Asn 


bin 


145 










150 






Ser 


Tyr 


Pro 


Cys 


Pro 


Met 


Asn 


Asn 










165 








Gin 


Thr 


Trp 


Pro 


Leu 


Thr 


Phe 


Leu 








180 










Gly 


Phe 


Tyr 


Tyr 


He 


Gly 


Pro 


Gly 






195 










200 


Gly 


Gly 


Lys 


Leu 


Ser 


Asn 


Trp 


Glu 




210 










215 




His 


Leu 


Arg 


His 


Phe 


Pro 


Lys 


Cys 


225 










23 0 






Asp 


Thr 


Ser 


Arg 


Tyr 


Thr 


val 


Ser 










245 








Ala 


Arg 


Phe 


Lys 


Thr 


Phe 


Phe 


Asn 








260 










Pro 


Glu 


Gin 


Leu 


Ala 


Ser 


Ala 


Gly 






275 










280 


Asp 


Val 


Lys 


Cys 


Phe 


Cys 


Cys 


Asp 




290 










295 




Gly 


Asp 


Asp 


Pro 


Trp 


Val 


Gin 


His 


305 










310 






Tyr 


Leu 


lie 


Arg 


lie 


Lys 


Gly 


Gin 










325 








Ser 


Tyr 


Pro 


His 


Leu 


Leu 


Glu 


Gin 








340 










Gly 


Asp 


Glu 


Asn 


Ala 


Glu 


Ser 


Ser 






355 










360 


Asp 


His 


Ser 


Glu 


Asp 


Ala 


He 


Met 




370 










375 




Ala 


Val 


Glu 


Met 


Gly 


Phe 


Ser 


Arg 


385 










390 






Arg 


Lys 


lie 


Leu 


Ala 


Thr 


Gly 


Glu 










405 








Val 


Leu 


Asp 


Leu 


Leu 


Asn 


Ala 


Glu 








420 










Glu 


Arg 


Ala 


Thr 


Glu 


Glu 


Lys 


Glu 






435 










440 


Lys 


Asn 


Arg 


Met 


Ala 


Leu 


Phe 


Gin 




450 










455 




Leu 


Asp 


Ser 


Leu 


Leu 


Thr 


Ala 


Gly 


465 










470 






Val 


lie 


Lys 


Gin 


Lys 


Thr 


Gin 


Thr 










485 








Asp 


Thr 


lie 


Leu 


Val 


Lys 


Gly 


Asn 








500 










Ser 


Leu 


Gin 


Glu 


71 T 

Ala 


Glu 


Ala 


Val 






515 










520 


Gin 


Asp 


lie 


Lys 


Tyr 


lie 


Pro 


Thr 




530 










535 




Glu 


Glu 


Gin 


Leu 


Arg 


Arg 


Leu 


Pro 


545 










550 






Met 


Asp 


Lys 


Glu 


Val 


Ser 


He 


Val 










565 








Val 


Cys 


Lys 


Asp 


Cys 


Ala 


Pro 


Ser 








580 










Ser 


Thr 


He 


Lys 


Gly 


Thr 


Val 


Arg 






595 










600 



Glu 


Phe 


Ser 


Ala 


Leu 


Met 


Arg 


Ser 






155 










1 C A 

loU 


Glu 


Asn 


Ala 


Arg 


Leu 


Leu 


Thr 


Phe 




170 










175 




Ser 


Pro 


Thr 


Asp 


Leu 


Ala 


Arg 


Ala 


185 










190 






Asp 


Arg 


Val 


Ala 


Cys 


Phe 


Ala 


Cys 










205 








Pro 


Lys 


Asp 


Asn 


Ala 


Met 


Ser 


Glu 








220 










Pro 


Phe 


He 


Glu 


Asn 


Gin 


Leu 


Qjin 






*"1 o c 

235 










z4U 


Asn 


Leu 


Ser 


Met 


Cjin 


Thr 


rllS 


Aia 




250 










o c c 




Trp 


Pro 


Ser 


Ser 


Val 


Leu 


Val 


Asn 


265 










270 






Phe 


Tyr 


Tyr 


Val 


Gly 


Asn 


Ser 


Asp 










285 








Gly Gly 


Leu 


Arg 


Cys 


Trp 


Glu 


Ser 








3 00 










Ala 


Lys 


Trp 


Phe 


Pro 


Arg 


Cys 


Glu 






315 












Glu 


Phe 


He 


Arg 


Gin 


Val 


Gin 


Ala 




330 










O *D C 
J J J 




Leu 


Leu 


Ser 


Thr 


Ser 


Asp 


Ser 


Pro 


345 










O C A 

350 






He 


He 


His 


Leu 


Glu 


Pro 


Gly 


Glu 










365 








Met 


Asn 


Thr 


Pro 


Val 


He 


Asn 


Ala 








380 










Ser 


Leu 


Val 


Lys 


Gin 


Thr 


Val 


Gin 






395 










400 


Asn 


Tyr 


Arg 


Leu 


Val 


Asn 


Asp 


Leu 




410 










A 1 IT 

415 




Asp 


Glu 


He 


Arg 


Glu 


Glu 


Glu 


Arg 


425 










A "5 A 

430 






Ser 


Asn 


Asp 


Leu 


Leu 


Leu 


lie 


Arg 










445 








His 


Leu 


Thr 


Cys 


Val 


He 


Pro 


He 








460 










He 


He 


Asn 


Glu 


Gin 


Glu 


His 


Asp 






475 










480 


Ser 


Leu 


Gin 


Ala 


Arg 


Glu 


Leu 


lie 




490 










495 




He 


Ala 


Ala 


Thr 


val 


Phe 


Arg 


Asn 


505 










510 






Leu 


Tyr 


Glu 


His 


Leu 


Phe 


Val 


Cjin 










c o c 

525 








Glu 


Asp 


Val 


Ser 


Asp 


Leu 


Pro 


vai 








540 










Glu 


Glu 


Arg 


Thr 


Cys 


Lys 


Val 


Cys 






555 










560 


Phe 


He 


Pro 


Cys 


Gly 


His 


Leu 


Val 




570 










575 




Leu 


Arg 


Lys 


Cys 


Pro 


He 


Cys 


Arg 


585 










590 






Thr 


Phe 


Leu 


Ser 
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<210> 7 
<211> 3732 
<212> DNA 

<213> Homo sapiens 
<400> 7 

gagcgcccgg gctgatccga gccgagcggg ccgtatctcc ttgtcggcgc cgctgattcc 60 
cggctctgcg gaggcctcta ggcagccgcg cagcttccgt gtttgctgcg cccgcactgc 120 
gatttacaac cctgaagaat ctccctatcc ctattttgtc cccctgcagt aataaatccc 180 
attatggaga tctcgaaact ttataaaggg atatagtttg aattctatgg agtgtaattt 240 
tgtgtatgaa ttatattttt aaaacattga agagttttca gaaagaaggc tagtagagtt 300 
gattactgat actttatgct aagcagtact tttttggtag tacaatattt tgttaggcgt 3 60 
ttctgataac actagaaagg acaagtttta tcttgtgata aattgattaa tgtttacaac 420 
atgactgata attatagctg aatagtcctt aaatgatgaa caggttattt agtttttaaa 480 
tgcagtgtaa aaagtgtgct gtggaaattt tatggctaac taagtttatg gagaaaatac 540 
cttcagttga tcaagaataa tagtggtata caaagttagg aagaaagtca acatgatgct 600 
gcaggaaatg gaaacaaata caaatgatat ttaacaaaga tagagtttac agtttttgaa 660 
ctttaagcca aattcatttg acatcaagca ctatagcagg cacaggttca acaaagcttg 720 
tgggtattga cttcccccaa aagttgtcag ctgaagtaat ttagcccact taagtaaata 780 
ctatgatgat aagctgtgtg aacttagctt ttaaatagtg tgaccatatg aaggttttaa 840 
ttacttttgt ttattggaat aaaatgagat tttttgggtt gtcatgttaa agtgcttata 900 
gggaaagaag cctgcatata attttttacc ttgtggcata atcagtaatt ggtctgttat 960 
tcaggcttca tagcttgtaa ccaaatataa ataaaaggca taatttaggt attctatagt 1020 
tgcttagaat tttgttaata taaatctctg tgaaaaatca aggagtttta atattttcag 1080 
aagtgcatcc acctttcagg gctttaagtt agtattaact caagattatg aacaaatagc 1140 
acttaggtta cctgaaagag ttactacaac cccaaagagt tgtgttctaa gtagtatctt 1200 
ggtaattcag agagatactc atcctacctg aatataaact gagataaatc cagtaaagaa 1260 
agtgtagtaa attctacata agagtctatc attgatttct ttttgtggta aaaatcttag 1320 
ttcatgtgaa gaaatttcat gtgaatgttt tagctatcaa acagtactgt cacctactca 13 80 
tgcacaaaac tgcctcccaa agacttttcc caggtccctc gtatcaaaac attaagagta 1440 
taatggaaga tagcacgatc ttgtcagatt ggacaaacag caacaaacaa aaaatgaagt 1500 
atgacttttc ctgtgaactc tacagaatgt ctacatattc aactttcccc gccggggtgc 1560 
ctgtctcaga aaggagtctt gctcgtgctg gtttttatta tactggtgtg aatgacaagg 1620 
tcaaatgctt ctgttgtggc ctgatgctgg ataactggaa actaggagac agtcctattc 1680 
aaaagcataa acagctatat cctagctgta gctttattca gaatctggtt tcagctagtc 1740 
tgggatccac ctctaagaat acgtctccaa tgagaaacag ttttgcacat tcattatctc 1800 
ccaccttgga acatagtagc ttgttcagtg gttcttactc cagcctttct ccaaaccctc 1860 
ttaattctag agcagttgaa gacatctctt catcgaggac taacccctac agttatgcaa 1920 
tgagtactga agaagccaga tttcttacct accatatgtg gccattaact tttttgtcac 1980 
catcagaatt ggcaagagct ggtttttatt atataggacc tggagatagg gtagcctgct 2040 
ttgcctgtgg tgggaagctc agtaactggg aaccaaagga tgatgctatg tcagaacacc 2100 
ggaggcattt tcccaactgt ccatttttgg aaaattctct agaaactctg aggtttagca 2160 
tttcaaatct gagcatgcag acacatgcag ctcgaatgag aacatttatg tactggccat 2220 
ctagtgttcc agttcagcct gagcagcttg caagtgctgg tttttattat gtgggtcgca 2280 
atgatgatgt caaatgcttt tgttgtgatg gtggcttgag gtgttgggaa tctggagatg 2340 
atccatgggt agaacatgcc aagtggtttc caaggtgtga gttcttgata cgaatgaaag 2400 
gccaagagtt tgttgatgag attcaaggta gatatcctca tcttcttgaa cagctgttgt 2460 
caacttcaga taccactgga gaagaaaatg ctgacccacc aattattcat tttggacctg 2520 
gagaaagttc ttcagaagat gctgtcatga tgaatacacc tgtggttaaa tctgccttgg 2580 
aaatgggctt taatagagac ctggtgaaac aaacagttca aagtaaaatc ctgacaactg 2640 
gagagaacta taaaacagtt aatgatattg tgtcagcact tcttaatgct gaagatgaaa 2700 
aaagagaaga ggagaaggaa aaacaagctg aagaaatggc atcagatgat ttgtcattaa 2760 
ttcggaagaa cagaatggct ctctttcaac aattgacatg tgtgcttcct atcctggata 2820 
atcttttaaa ggccaatgta attaataaac aggaacatga tattattaaa caaaaaacac 2880 
agataccttt acaagcgaga gaactgattg ataccatttt ggttaaagga aatgctgcgg 2940 
ccaacatctt caaaaactgt ctaaaagaaa ttgactctac attgtataag aacttatttg 3000 
tggataagaa tatgaagtat atcccaacag aagatgtttc aggtctgtca ctggaagaac 3060 
aattgaggag gttgcaagaa gaacgaactt gtaaagtgtg tatggacaaa gaagtttctg 3120 
ttgtatttat tccttgtggt catctggtag tatgccagga atgtgcccct tctctaagaa 3180 
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aatgccctat 
aaatagtcta 
ccatctaaag 
gctttggtac 
tttatttaca 
ggagtagtgt 
agaaagcttt 
ttcatcagag 
gatttttctc 
agaaaaaaaa 



ttgcaggggt 
tattttaacc 
taaaaaggga 
taataatctt 
agggaagatt 
cactgcttgt 
gaatactaaa 
ttatggtgcc 
ttatttctcc 
aa 



ataatcaagg 
tgcataaaaa 
attatgagtt 
gtttctgaaa 
tatgtttggt 
tatgcatcat 
ttatagtgta 
gaattgtctt 
ccctagtttg 



gtactgttcg 
ggtctttaaa 
tttcaattag 
agatggtatc 
gaactatatt 
ttcaggagtt 
gaaaagaact 
tggtgctttt 
tgagaaacat 



tacatttctc 
atattgttga 
taacattcat 
atatatttaa 
agtatgtatg 
actggatttg 
ggaaaccagg 
cacttgtgtt 
ctcaataaag 



tcttaaagaa 
acacttgaag 
gttctagtct 
tcttaatctg 
tgtacctaag 
ttgttctttc 
aactctggag 
ttaaaataag 
tgctttaaaa 



3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3732 



<210> 8 
<211> 618 
<212> PRT 

<213> Homo sapiens 



<400> 8 



Met 


His 


Lys 


Thr 


1 








Asn 


He 


Lys 


Ser 








20 


Asn 


Ser 


Asn 


Lys 






35 




Arg 


Met 


Ser 


Thr 




50 






Arg 


Ser 


Leu 


Ala 


65 








Val 


Lys 


Cys 


Phe 


Asp 


Ser 


Pro 


He 








100 


He 


Gin 


Asn 


Leu 






115 




Ser 


Pro 


Met 


Arg 




130 






His 


Ser 


Ser 


Leu 


145 








Leu 


Asn 


Ser 


Arg 


Tyr 


Ser 


Tyr 


Ala 








180 


Met 


Trp 


Pro 


Leu 






195 




Phe 


Tyr 


Tyr 


He 




210 






Gly 


Lys 


Leu 


Ser 


225 








Arg 


Arg 


His 


Phe 


Leu 


Arg 


Phe 


Ser 








260 


Met 


Arg 


Thr 


Phe 






275 




Gin 


Leu 


Ala 


Ser 




290 






Lys 


Cys 


Phe 


Gly 


305 








Asp 


Pro 


Trp 


Val 



Ala 


Ser 


Gin 


Arg 


5 








He 


Met 


Glu 


Asp 


Gin 


Lys 


Met 


Lys 








40 


Tyr 


Ser 


Thr 


Phe 






55 




Arg 


Ala 


Gly 


Phe 




70 






Cys 


Cys 


Gly 


Leu 


85 








Gin 


Lys 


His 


Lys 


Val 


Ser 


Ala 


Ser 








120 


Asn 


Ser 


Phe 


Ala 






135 




Phe 


Ser 


Gly 


Ser 




150 






Ala 


Val 


Glu 


Asp 


165 








Met 


Ser 


Thr 


Glu 


Thr 


Phe 


Leu 


Ser 








200 


Gly 


Pro 


Gly 


Asp 






215 




Asn 


Trp 


Glu 


Pro 




230 






Pro 


Asn 


Cys 


Pro 


245 








He 


Ser 


Asn 


Leu 


Met 


Tyr 


Trp 


Pro 








280 


Ala 


Gly 


Phe 


Tyr 






295 




Cys 


Asp 


Gly 


Gly 




310 






Glu 


His 


Ala 


Lys 



Leu 


Phe 


Pro 


Gly 




10 






Ser 


Thr 


He 


Leu 


25 








Tyr 


Asp 


Phe 


Ser 


Pro 


Ala 


Gly 


Val 








60 


Tyr 


Tyr 


Thr 


Gly 






75 




Met 


Leu 


Asp 


Asn 




90 






Gin 


Leu 


Tyr 


Pro 


105 








Leu 


Gly 


Ser 


Thr 


His 


Ser 


Leu 


Ser 








140 


Tyr 


Ser 


Ser 


Leu 






155 




He 


Ser 


Ser 


Ser 




170 






Glu 


Ala 


Arg 


Phe 


185 








Pro 


Ser 


Glu 


Leu 


Arg 


Val 


Ala 


Cys 








220 


Lys 


Asp 


Asp 


Ala 






235 




Phe 


Leu 


Glu 


Asn 




250 






Ser 


Met 


Gin 


Thr 


265 








Ser 


Ser 


Val 


Pro 


Tyr 


Val 


Gly 


Arg 








300 


Leu 


Arg 


Cys 


Trp 






315 




Trp 


Phe 


Pro 


Arg 




330 







Pro 


Ser 


Tyr 


Gin 






15 




Ser 


Asp 


Trp 


Thr 




30 






Cys 


Glu 


Leu 


Tyr 


45 








Pro 


Val 


Ser 


Glu 


Val 


Asn 


Asp 


Lys 








80 


Trp 


Lys 


Leu 


Gly 






95 




Ser 


Cys 


Ser 


Phe 




110 






Ser 


Lys 


Asn 


Thr 


125 








Pro 


Thr 


Leu 


Glu 


Pro 


Pro 


Asn 


Pro 








160 


Arg 


Thr 


Asn 


Pro 






175 




Leu 


Thr 


Tyr 


His 




190 






Ala 


Arg 


Ala 


Gly 


205 








Phe 


Ala 


Cys 


Gly 


Met 


Ser 


Glu 


His 








240 


Ser 


Leu 


Glu 


Thr 






255 




His 


Ala 


Ala 


Arg 




270 






Val 


Gin 


Pro 


Glu 


285 








Asn 


Asp 


Asp 


Val 


Glu 


Ser 


Gly 


Asp 








320 


Cys 


Glu 


Phe 


Leu 






335 
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lie 


Arg 


Met 


Lys 


Gly 


Gin 


Glu 


Phe 


Val 


Asp 


Glu 


He 


Gin 


Gly 


Arg 


Tyr 








340 










345 










T C A 

350 






Pro 


His 


Leu 


Leu 


Glu 


Gin 


Leu 


Leu 


Ser 


Thr 


Ser 


Asp 


Thr 


Thr 


Gly 


Glu 






355 










360 










365 








Glu 


Asn 


Ala 


Asp 


Pro 


Pro 


He 


He 


His 


Phe 


Gly 


Pro 


Gly 


Glu 


Ser 


Ser 




370 










375 










380 










Ser 


Glu 


Asp 


Ala 


Val 


Met 


Met 


Asn 


Thr 


Pro 


Val 


Val 


Lys 


Ser 


Ala 


Leu 


385 










390 










395 










400 


Glu 


Met 


Gly 


Phe 


Asn 


Arg 


Asp 


Leu 


Val 


Lys 


Gin 


Thr 


Val 


Leu 


Ser 


Lys 










405 










410 










415 




lie 


Leu 


Thr 


Thr 


Gly 


Glu 


Asn 


Tyr 


Lys 


Thr 


Val 


Asn 


Asp 


He 


Val 


Ser 








420 










425 










430 






Ala 


Leu 


Leu 


Asn 


Ala 


Glu 


Asp 


Glu 


Lys 


Arg 


Glu 


Glu 


Glu 


Lys 


Glu 


Lys 






435 










440 










445 








Gin 


Ala 


Glu 


Glu 


Met 


Ala 


Ser 


Asp 


Asp 


Leu 


Ser 


Leu 


lie 


Arg 


Lys 


Asn 




450 










455 










460 










Arg 


Met 


Ala 


Leu 


Phe 


Gin 


Gin 


Leu 


Thr 


Cys 


Val 


Leu 


Pro 


lie 


Leu 


Asp 


465 










470 










475 










480 


Asn 


Leu 


Leu 


Lys 


Ala 


Asn 


Val 


He 


Asn 


Lys 


Gin 


Glu 


His 


Asp 


He 


He 










485 










490 










495 




Lys 


Gin 


Lys 


Thr 


Gin 


He 


Pro 


Leu 


Gin 


Ala 


Arg 


Glu 


Leu 


He 


Asp 


Thr 








500 










505 










510 






lie 


Trp 


Val 


Lys 


Gly Asn 


Ala 


Ala 


Ala 


Asn 


He 


Phe 


Lys 


Asn 


Cys 


Leu 






515 










520 










525 








Lys 


Glu 


He 


Asp 


Ser 


Thr 


Leu 


Tyr 


Lys 


Asn 


Leu 


Phe 


Val 


Asp 


Lys 


Asn 




530 










535 










540 










Met 


Lys 


Tyr 


He 


Pro 


Thr 


Glu 


Asp 


Val 


Ser 


Gly 


Leu 


Ser 


Leu 


GlU 


GlU 


545 










550 










555 










C d f\ 

560 


Gin 


Leu 


Arg 


Arg 


Leu 


Gin 


Glu 


Glu 


Arg 


Thr 


Cys 


Lys 


Val 


Cys 


Met 


Asp 










565 










570 










575 




Lys 


Glu 


Val 


Ser 


Val 


Val 


Phe 


He 


Pro 


Cys 


Gly 


His 


Leu 


Val 


Val 


Cys 








580 










585 










590 






Gin 


Glu 


Cys 


Ala 


Pro 


Ser 


Leu 


Arg 


Lys 


Cys 


Pro 


He 


Cys 


Arg 


Gly 


He 






595 










600 










605 








He 


Lys 


Gly 


Thr 


Val 


Arg 


Thr 


Phe 


Leu 


Ser 
















610 










615 





















<210> 9 

<211> 2691 

<212> DNA 

<213> Mus musculus 

<400> 9 

attttttaaa ttgatgcatt. aacattctaa 
gaactttgcc ttgaatatgt aatgattcat 
tgcatatttt atgctgcttt catgtttttc 
ataatttttc tgtcatagtt tccatattta 
tgctctgttt gtttatatac tattttccat 
tcgttgctaa agcactttcc taaaatgcaa 
ttaagtgaga gagaaacagg ctgggggtgt 
gtgaagccca aacactaaaa aaggagaaca 
gtttggtaat gtacgactct actgtttaga 
atttttatgt catcactgga taatatatta 
ttgtgttttg aagttcctaa tgcaatgttc 
ttccagagaa gatgactttt aacagttttg 
ccaataagga tgaagaattt gtagaagagt 
caagtagtag tcctgtttca gcatcaacat 
aaggagacac cgtgcaatgt ttcagttgtc 



acattcatct gtttttaaat agtaaaaatt 60 
tataacaatt atgcatagtc tttaataatc 120 
ctaattaatg acttcacatg tttaatattt 180 
tataaaatga atacttaaga tcagtaattc 240 
caaaagacaa aatgggactg aggttgaggc 300 
aaggccctat gatggatccc tagtacttat 360 
aggtctgtta gagcatgtgt ttggcattat 420 
aacaaaagcg cagactttaa aactcaagtg 480 
attaaaatgt gtcttagtta ttgtgccatt 540 
gtgcttagta tcagaaatag tccttatgct 600 
tctttctaga aaaggtggac aagtcctatt 660 
aaggaactag aacttttgta cttgcagaca 720 
ttaatagatt aaaaacattt gctaacttcc 780 
tggcgcgagc tgggtttctt tataccggtg 840 
atgcggcaat agatagatgg cagtatggag 900 
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actcagctgt 
attttgaaaa 
ctgaaaactg 
ctgattatct 
accctgccat 
ctcatttaac 
aagtgcaatg 
ggtcagaaca 
ttcgaagtga 
gaaatccagc 
cagttaacaa 
tgaagtgctt 
accagcatgc 
atataaataa 
aaacaccacc 
aagctatacg 
aaacatccgg 
agaaagataa 
aagagcagct 
ttgctatcgt 
ttgacaaatg 
agtggggcac 
ttaagtaatc 
ctaacagcac 
tcatttagcc 
cacatgtata 
atgtttcatg 
tgatggaatc 
cgctgctggg 
atttacttgg 



tggaagacac 
tggtgctgca 
tgtgggaaat 
cttgagaact 
gtgtagtgaa 
ccccagagag 
cttttgttgt 
caggagacac 
atctggtgtg 
catggcagaa 
ggagcagctt 
ccactgtgga 
taagtgctac 
tattcattta 
gctaactaaa 
aatgggattt 
gagcagctat 
tacggaggat 
aaggcgccta 
tttttttcct 
tcccatgtgc 
cacatgttat 
ctgcatttgc 
tgtttccgtc 
agtgttttac 
ttggtagtac 
ccttttgcat 
tgcccaatga 
aggataaaga 
aatttattgg 



aggagaatat 
cagtctacaa 
agaaatcctt 
ggacaggttg 
gaagccagat 
ttagctagtg 
gggggaaaac 
tttcccaatt 
agttctgata 
tatgaagcac 
gcaagagctg 
ggagggctca 
ccagggtgca 
acccatccac 
aaaatcgatg 
agcttcaagg 
ctatcacttg 
gagtcaagtc 
caagaggaga 
tgtggacatc 
tacaccgtca 
gttcttcttg 
attccattag 
taaacattca 
tcgattgaaa 
actgacttga 
aagcttaaca 
ctttaattgg 
ttgttttaga 
agttataatg 



ccccaaattg 
atcctggtat 
ttgcccctga 
tagatatttc 
tgaagtcatt 
ctggcctcta 
tgaaaaattg 
gcttttttgt 
ggaatttccc 
ggatcgttac 
gattttatgc 
cggattggaa 
aatacctatt 
ttgaggaatc 
ataccatctt 
accttaagaa 
aggtcctgat 
aaacttcatt 
agctttccaa 
tggccacttg 
ttacgttcaa 
ctctaattga 
catcctgctg 
atttctggat 
ccttagacag 
tttctatatg 
aatggagtgt 
cttattgtaa 
tgctcacttc 
tacttatatg 



cagatttatc 
ccaaaatggc 
caggccacct 
agacaccata 
tcagaactgg 
ctacacaggg 
ggaaccctgt 
tttgggccgg 
aaattcaaca 
ttttggaaca 
tttaggtgaa 
gccaagtgaa 
ggatgagaag 
tttgggaaga 
ccagaatcct 
aacaatggaa 
tgcagatctt 
gcagaaagac 
aatctgtatg 
taaacagtgt 
ccaaaaaatt 
atgtgtaatg 
tttccaaatg 
ctttcgagtt 
agaagcattt 
taagtgaatt 
tctgtataag 
acacggaaag 
tgtgttttag 
atatttccga 



aatggttttt 
cagtacaaat 
gagactcatg 
tacccgagga 
ccggactatg 
gctgatgatc 
gatcgtgcct 
aacgttaatg 
aactctccaa 
tggacatcct 
ggcgataaag 
gacccctggg 
gggcaagaat 
actgctgaaa 
atggtgcaag 
gaaaaaatcc 
gtgagtgctc 
attagtactg 
gatagaaata 
gcagaagcag 
tttatgtctt 
ggagcgaact 
gagaccaatg 
atcagctgta 
tatagctttt 
catcacctgc 
catggagatg 
aactgcccca 
gattctgccc 
a 



960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2691 



<210> 10 
<211> 496 
<212> PRT 

<213> Mus musculus 



<400> 10 












Met 


Thr 


Phe 


Asn 


Ser 


Phe 


Glu 


Gly 


1 








5 








Thr 


Asn 


Lys 


Asp 
20 


Glu 


Glu 


Phe 


Val 


Phe 


Ala 


Asn 
35 


Phe 


Pro 


Ser 


Ser 


Ser 
40 


Arg 


Ala 
50 


Gly 


Phe 


Leu 


Tyr 


Thr 
55 


Gly 


Ser 


Cys 


His 


Ala 


Ala 


He 


Asp 


Arg 


65 










70 






Gly 


Arg 


His 


Arg 


Arg 
85 


He 


Ser 


Pro 


Tyr 


Phe 


Glu 


Asn 
100 


Gly 


Ala 


Ala 


Gin 


Gly 


Gin 


Tyr 
115 


Lys 


Ser 


Glu 


Asn 


Cys 
120 


Pro 


Asp 
130 


Arg 


Pro 


Pro 


Glu 


Thr 
135 


His 


Gin 


Val 


Val 


Asp 


He 


Ser 


Asp 


Thr 


145 










150 






Cys 


Ser 


Glu 


Glu 


Ala 
165 


Arg 


Leu 


Lys 



Thr 


Arg 
10 


Thr 


Phe 


Val 


Leu 


Ala 
15 


Asp 


Glu 


Glu 


Phe 


Asn 


Arg 


Leu 


Lys 


Thr 


25 










30 






Pro 


Val 


Ser 


Ala 


Ser 
45 


Thr 


Leu 


Ala 


Glu 


Gly 


Asp 


Thr 
60 


Val 


Gin 


Cys 


Phe 


Trp 


Gin 


Tyr 
75 


Gly 


Asp 


Ser 


Ala 


Val 
80 


Asn 


Cys 
90 


Arg 


Phe 


He 


Asn 


Gly 
95 


Phe 


Ser 


Thr 


Asn 


Pro 


Gly 


He 


Gin 


Asn 


105 










110 






Val 


Gly 


Asn 


Arg 


Asn 
125 


Pro 


Phe 


Ala 


Ala 


Asp 


Tyr 


Leu 
140 


Leu 


Arg 


Thr 


Gly 


He 


Tyr 


Pro 
155 


Arg 


Asn 


Pro 


Ala 


Met 
160 


Ser 


Phe 
170 


Gin 


Asn 


Trp 


Pro 


Asp 
175 


Tyr 
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Ala 


His 


Leu 


Thr 


Pro 


Arg 


Glu 


Leu 








180 










Gly 


Ala 


Asp 


Asp 


Gin 


Val 


Gin 


Cys 






195 










200 


Asn 


Trp 


Glu 


Pro 


Cys 


Asp 


Arg 


Ala 




210 










215 




Pro 


Asn 


Cys 


Phe 


Phe 


Val 


Leu 


Gly 


225 










230 






Ser 


Gly 


Val 


Ser 


Ser 


Asp 


Arg 


Asn 










245 








Arg 


Asn 


Pro 


Ala 


Met 


Ala 


Glu 


Tyr 








260 










Thr 


Trp 


lie 


Tyr 


Ser 


Val 


Asn 


Lys 






275 










280 


Tyr 


Ala 


Leu 


Gly Glu 


Gly 


Asp 


Lys 




290 










295 




Gly 


Leu 


Thr 


Asp 


Trp 


Lys 


Pro 


Ser 


305 










310 






Lys 


Cys 


Tyr 


Pro 


Gly 


Cys 


Lys 


Tyr 










325 








Tyr 


lie 


Asn 


Asn 


He 


His 


Leu 


Thr 








340 










Arg 


Thr 


Ala 


Glu 


Lys 


Thr 


Pro 


Pro 






355 










360 


lie 


Phe 


Gin 


Asn 


Pro 


Met 


Val 


Gin 




370 










375 




Phe 


Lys 


Asp 


Leu 


Lys 


Lys 


Thr 


Met 


385 










390 






Ser 


Ser 


Tyr 


Leu 


Ser 


Leu 


Glu 


Val 










405 








Gin 


Lys 


Asp 


Asn 


Thr 


Glu 


Asp 


Glu 








420 










Asp 


lie 


Ser 


Thr 


Glu 


Glu 


Gin 


Leu 






435 










440 


Ser 


Lys 


He 


Cys 


Met 


Asp 


Arg 


Asn 




450 










455 




Gly 


His 


Leu 


Ala 


Thr 


Cys 


Lys 


Gin 


465 










470 






Pro 


Met 


Cys 


Tyr 


Thr 


Val 


He 


Thr 



485 



Ala 


Ser 


Ala 


Gly 


Leu 


Tyr 


Tyr 


Thr 


185 










190 






Phe 


Cys 


Cys 


Gly 


Gly 


Lys 


Leu 


Lys 










205 








Trp 


Ser 


Glu 


His 


Arg 


Arg 


His 


Phe 








220 










Arg 


Asn 


Val 


Asn 


Val 


Arg 


Ser 


Glu 






235 










240 


Phe 


Pro 


Asn 


Ser 


Thr 


Asn 


Ser 


Pro 




250 










255 




Glu 


Ala 


Arg 


He 


Val 


Thr 


Phe 


Gly 


265 










270 






Glu 


Gin 


Leu 


Ala 


Arg 


Ala 


Gly 


Phe 










285 








Val 


Lys 


Cys 


Phe 


His 


Cys 


Gly 


Gly 








300 










Glu 


Asp 


Pro 


Trp 


Asp 


Gin 


His 


Ala 






315 










320 


Leu 


Leu 


Asp 


Glu 


Lys 


Gly 


Gin 


Glu 




330 










335 




His 


Pro 


Leu 


Glu 


Glu 


Ser 


Leu 


Gly 


345 










350 






Leu 


Thr 


Lys 


Lys 


He 


Asp 


Asp 


Thr 










365 








Glu 


Ala 


He 


Arg 


Met 


Gly 


Phe 


Ser 








380 










Glu 


Glu 


Lys 


He 


Gin 


Thr 


Ser 


Gly 






395 










400 


Leu 


He 


Ala 


Asp 


Leu 


Val 


Ser 


Ala 




410 










415 




Ser 


Ser 


Gin 


Thr 


Ser 


Leu 


Gin 


Lys 


425 










430 






Arg 


Arg 


Leu 


Gin 


Glu 


Glu 


Lys 


Leu 










445 








He 


Ala 


He 


Val 


Phe 


Phe 


Pro 


Cys 








460 










Cys 


Ala 


Glu 


Ala 


Val 


Asp 


Lys 


Cys 






475 










480 


Phe 


Asn 


Gin 


Lys 


He 


Phe 


Met 


Ser 




490 










495 





<210> 11 
<211> 2676 
<212> DNA 

<213> Mus musculus 



<400> 11 

tgggagttcc 

agggtggggg 

ccacacccca 

tcagagccta 

cacaaaacta 

acatggttca 

tgaagtatga 

gagttcctgt 

acaaggtcaa 

ccatggagaa 

ccaacagtct 



ccggagccct 
cagtggctaa 
caggccaggc 
ggaagtgggc 
catccccaga 
agacagcgcc 
cttttcctgt 
gtcagaaagg 
gtgcttctgc 
gcacagaaag 
ggaagctagt 



ggaggaaagc 
ggcctagctg 
gagggtgcca 
tgcggtatca 
gaaagacttg 
tttctagcca 
gagctgtacc 
agtctggctc 
tgtggcctga 
ttgtacccca 
cctcggcctt 



accgcaggtc 
gggacgattt 
cccccggaga 
gcctagcagt 
tcccttcccc 
agctgatgaa 
gattgtccac 
gtgctggctt 
tgctagacaa 
gctgcaactt 
ctcttccttc 



tgagcagccc 
aaaggtatcg 
tcagaggtca 
aaaaccgacc 
tccctgtcat 
gagtgctgac 
gtattcagct 
ttactacact 
ctggaaacaa 
tgtacagact 
cacggcgatg 



tgagccgggc 60 
cgccacccag 120 
ttgctggcgt 180 
agaagccatg 240 
ctcaccatga 300 
acctttgagt 360 
tttcccaggg 420 
ggtgccaatg 480 

ggggacagtc 540 
ttgaatccag 600 
agcaccatgc 660 
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ctttgagctt 
cctcagaccc 
accactttgc 
cttttctgtc 
gagtggcctg 
tgtcagagca 
cttcgagata 
tctctaactg 
attatacagg 
gggaatctgg 
tgctcagaat 
ttgagcagct 
tgcattttgg 
aagcagcctt 
tcctggccac 
cagaagacga 
atctagcact 
caatgctgta 
aacagaaacc 
acactgcagc 
atatatttgt 
tggaagaaca 
aggtatccat 
ctctgaggaa 
cctgaacaag 
cccagctcca 
aatataaaca 
ttttaattgg 
acatatttac 
agagagggtt 
gaaagattta 
agaaccggga 
tgacatttta 
cataattacc 



tgcaagttct 
tgtgaacttc 
aatgaacaca 
accagcaaag 
ctttgcgtgc 
ccagaggcat 
cactgtctct 
gccttctagt 
acacagtgat 
agatgacccc 
caaaggccaa 
attatctacg 
ccctggagaa 
ggaaatgggc 
tggtgagaac 
gatgagagag 
aatccggaag 
ttgcctccta 
acacacctta 
aacctcattc 
gcaacaggac 
gttgcggaaa 
cgtgttcatt 
gtgtcccatc 
actaatggtc 
ttcggaactt 
tgaaaaactt 
tttccttaaa 
atactacctg 
ttgttcttgt 
caatgttggc 
gcacagatgt 
gggatatgaa 
tctttttttt 



gagaatactg 
cgagcaaatc 
gagaaggcca 
ctggccaaag 
gatgggaaac 
ttccccagct 
aacctgagca 
gcactagttc 
gatgtcaagt 
tgggtggaac 
gaatttgtca 
tcagactccc 
agttcggaag 
ttcagtagga 
tacaggaccg 
gagcagatgg 
aacaaaatgg 
agtgcaaggg 
caagcaagca 
agaaactccc 
attaggagtc 
ctccaggagg 
ccctgtggcc 
tgtagaggga 
catggctgca 
gaggccagcc 
ttgtctgaag 
agtgctattt 
catctaaagt 
tcctgaaaag 
atttatggtt 
ccatgtgttt 
atttttataa 
taaagaaaaa 



gctatttcag 
aagattgtcc 
gattactcac 
caggcttcta 
tgagcaactg 
gtccgttctt 
tgcagacaca 
attcccagga 
gtttttgctg 
atgccaagtg 
gccaagttca 
cagaagatga 
atgtcgtcat 
gcctggtgag 
tcagtgacct 
agcaggcggc 
tgcttttcca 
ccatcactga 
cactgattga 
ttcgggaaat 
ttcccacaga 
aaagaatgtg 
atctggtcgt 
ccatcaaggg 
acttcagcca 
tggatagcac 
tcaagaatga 
gttcccaact 
attcatatat 
cagggattgc 
cagaaactag 
tatgtataga 
agaatttgtg 
aaaaaa 



tggctcttac 
tgctttgagc 
ctatgaaaca 
ctacatagga 
ggaacgtaag 
aaaagacttg 
cgcagcccgt 
acttgcaagt 
tgatggtggg 
gtttccaagg 
agctggctat 
gaatgcagac 
gatgagcacg 
acagacggtt 
cgttataggc 
cgaggaggag 
acatttgacg 
acaggagtgc 
tactgtgtta 
tgaccctgcg 
tgacattgca 
taaagtgtgt 
gtgcaaagac 
cacagtgcgc 
ggaggaagtt 
gagacaccgc 
atgaattact 
cagaaaattg 
tcatatattc 
ctgcactcct 
aatcttctcc 
aattcctgtt 
agaaaaagtt 



tcgagctttc 
acaagtccct 
tggccattgt 
cctggagata 
gatgatgcta 
ggtcagtctg 
attagaacat 
gcgggctttt 
ctgaggtgct 
tgtgagtact 
cctcatctac 
gcagcaatcg 
cctgtggtta 
cagcggcaga 
ttactcgatg 
gagtcagatg 
tgtgtgacac 
aatgctgtga 
gcaaaaggaa 
ttatacagag 
gctctaccaa 
atggaccgag 
tgcgctccct 
acatttctct 
cactgtcact 
caaacacaca 
tatataataa 
ttttctgtaa 
agatgtcatg 
gaaattctca 
cgttgcttta 
atttattgga 
aataaagcaa 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2676 



<210> 12 
<211> 600 
<212> PRT 

<213> Mus musculus 



<400> 12 



Met 


Val 


Gin 


Asp 


Ser 


Ala 


Phe 


Leu 


Ala 


Lys 


Leu 


Met 


Lys 


Ser 


Ala 


Asp 


1 








5 










10 










15 




Thr 


Phe 


Glu 


Leu 


Lys 


Tyr 


Asp 


Phe 


Ser 


Cys 


Glu 


Leu 


Tyr 


Arg 


Leu 


Ser 








20 










25 










30 






Thr 


Tyr 


Ser 


Ala 


Phe 


Pro 


Arg 


Gly 


Val 


Pro 


Val 


Ser 


Glu 


Arg 


Ser 


Leu 






35 










40 










45 








Ala 


Arg 


Ala 


Gly 


Phe 


Tyr 


Tyr 


Thr 


Gly 


Ala 


Asn 


Asp 


Lys 


Val 


Lys 


Cys 




50 










55 










60 










Phe 


Cys 


Cys 


Gly 


.Leu 


Met 


Leu 


Asp 


Asn 


Trp 


Lys 


Gin 


Gly 


Asp 


Ser 


Pro 


65 










70 










75 










80 


Met 


Glu 


Lys 


His 


Arg 


Lys 


Leu 


Tyr 


Pro 


Ser 


Cys 


Asn 


Phe 


Val 


Gin 


Thr 










85 










90 










95 




Leu 


Asn 


Pro 


Ala 


Asn 


Ser 


Leu 


Glu 


Ala 


Ser 


Pro 


Arg 


Pro 


Ser 


Leu 


Pro 








100 










105 










110 






Ser 


Thr 


Ala 


Met 


Ser 


Thr 


Met 


Pro 


Leu 


Ser 


Phe 


Ala 


Ser 


Ser 


Glu 


Asn 






115 










120 










125 








Thr 


Gly 


Tyr 


Phe 


Ser 


Gly 


Ser 


Tyr 


Ser 


Ser 


Phe 


Pro 


Ser 


Asp 


Pro 


Val 



130 



135 



140 
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Asn 


Phe 


Arg 


Ala 


Asn 


Gin 


Asp 


Cys 


145 










150 






His 


Phe 


Ala 


Met 


Asn 


Thr 


Glu 


Lys 










165 








Trp 


Pro 


Leu 


Ser 


Phe 


Leu 


Ser 


Pro 








180 










Tyr 


Tyr 


lie 


Gly 


Pro 


Gly 


Asp 


Arg 






195 










200 


Lys 


Leu 


Ser 


Asn 


Trp 


Glu 


Arg 


Lys 




210 










215 




Arg 


His 


Phe 


Pro 


Ser 


Cys 


Pro 


Phe 


225 










230 






Ser 


Arg 


Tyr 


Thr 


Val 


Ser 


Asn 


Leu 










245 








lie 


Arg 


Thr 


Phe 


Ser 


Asn 


Trp 


Pro 








260 










Glu 


Leu 


Ala 


Ser 


Ala 


Gly 


Phe 


Tyr 






275 










280 


Lys 


Cys 


Phe 


Cys 


Cys 


Asp 


Gly 


Gly 




290 










295 




Asp 


Pro 


Trp 


Val 


Glu 


His 


Ala 


Lys 


305 










310 






Leu 


Arg 


lie 


Lys 


Gly 


Gin 


Glu 


Phe 










325 








Pro 


His 


Leu 


Leu 


Glu 


Gin 


Leu 


Leu 








340 










Glu 


Asn 


Ala 


Asp 


Ala 


Ala 


He 


Val 






355 










360 


Glu 


Asp 


Val 


Val 


Met 


Met 


Ser 


Thr 




370 










375 




Met 


Gly 


Phe 


Ser 


Arg 


Ser 


Leu 


Val 


385 










390 






Leu 


Ala 


Thr 


Gly 


Glu 


Asn 


Tyr 


Arg 










405 








Leu 


Leu 


Asp 


Ala 


Glu 


Asp 


Glu 


Met 








420 










Ala 


Glu 


Glu 


Glu 


Glu 


Ser 


Asp 


Asp 






435 










440 


Met 


Val 


Leu 


Phe 


Gin 


His 


Leu 


Thr 




450 










455 




Leu 


Leu 


Ser 


Ala 


Arg 


Ala 


He 


Thr 


465 










470 






Gin 


Lys 


Pro 


His 


Thr 


Leu 


Gin 


Ala 










485 








Ala 


Lys 


Gly 


Asn 


Thr 


Ala 


Ala 


Thr 








500 










lie 


Asp 


Pro 


Ala 


Leu 


Tyr 


Arg 


Asp 






515 










520 


Ser 


Leu 


Pro 


Thr 


Asp 


Asp 


He 


Ala 




530 










535 




Arg 


Lys 


Leu 


Gin 


Glu 


Glu 


Arg 


Met 


545 










550 






Val 


Ser 


He 


Val 


Phe 


He 


Pro 


Cys 










565 








Cys 


Ala 


Pro 


Ser 


Leu 


Arg 


Lys 


Cys 








580 










Gly 


Thr 


Val 


Arg 


Thr 


Phe 


Leu 


Ser 






595 










600 



Pro 


Ala 


Leu 


Ser 


Thr 


Ser 


Pro 


Tyr 






155 










160 


Ala 


Arg 


Leu 


Leu 


Thr 


Tyr 


Glu 


Thr 




170 










175 




Ala 


Lys 


Leu 


Ala 


Lys 


Ala 


Gly 


Phe 


185 










190 






Val 


Ala 


Cys 


Phe 


Ala 


Cys 


Asp 


Gly 










205 








Asp 


Asp 


Ala 


Met 


Ser 


Glu 


His 


Gin 








220 










Leu 


Lys 


Asp 


Leu 


Gly 


Gin 


Ser 


Ala 






235 










240 


Ser 


Met 


Gin 


Thr 


His 


Ala 


Ala 


Arg 




250 










255 




Ser 


Ser 


Ala 


Leu 


Val 


His 


Ser 


Gin 


265 










270 






Tyr 


Thr 


Gly 


His 


Ser 


Asp 


Asp 


Val 










285 








Leu 


Arg 


Cys 


Trp 


Glu 


Ser 


Gly 


Asp 








300 










Trp 


Phe 


Pro 


Arg 


Cys 


Glu 


Tyr 


Leu 






315 










320 


Val 


Ser 


Gin 


Val 


Gin 


Ala 


Gly 


Tyr 




330 










335 




Ser 


Thr 


Ser 


Asp 


Ser 


Pro 


Glu 


Asp 


345 










350 






His 


Phe 


Gly 


Pro 


Gly 


Glu 


Ser 


Ser 










365 








Pro 


Val 


Val 


Lys 


Ala 


Ala 


Leu 


Glu 








380 










Arg 


Gin 


Thr 


Val 


Gin 


Arg 


Gin 


He 






395 










400 


Thr 


Val 


Ser 


Asp 


Leu 


Val 


He 


Gly 




410 










415 




Arg 


Glu 


Glu 


Gin 


Met 


Glu 


Gin 


Ala 


425 










430 






Leu 


Ala 


Leu 


He 


Arg 


Lys 


Asn 


Lys 










445 








Cys 


Val 


Thr 


Pro 


Met 


Leu 


Tyr 


Cys 








460 










Glu 


Gin 


Glu 


Cys 


Asn 


Ala 


Val 


Lys 






475 










480 


Ser 


Thr 


Leu 


He 


Asp 


Thr 


Val 


Leu 




490 










495 




Ser 


Phe 


Arg 


Asn 


Ser 


Leu 


Arg 


Glu 


505 










510 






He 


Phe 


Val 


Gin 


Gin 


Asp 


He 


Arg 










525 








Ala 


Leu 


Pro 


Met 


Glu 


Glu 


Gin 


Leu 








540 










Cys 


Lys 


Val 


Cys 


Met 


Asp 


Arg 


Glu 






555 










560 


Gly 


His 


Leu 


Val 


Val 


Cys 


Lys 


Asp 




570 










575 




Pro 


He 


Cys 


Arg 


Gly 


Thr 


He 


Lys 


585 










590 
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<210> 13 
<211> 3151 
<212> DNA 

<213> Mus musculus 



<400> 13 

agttatataa 

aacagattct 

taattataac 

gtcttaggtt 

gagtcaaggt 

cgcagttcct 

atgtaaccca 

ttcactcagt 

ttataaggga 

gaagttagtt 

gagtcctaac 

cagtccaagc 

ccaagtggtg 

ggacaaaact 

aatggagaag 

tgacttttcg 

tgtctcagag 

caagtgcttc 

aaagcacaga 

gcagtctcca 

ggaacgaggt 

agacttctca 

tcttacttac 

cttctattac 

caactgggaa 

atttctggaa 

acactctgct 

gcagcttgca 

ttgtgatggt 

atggtttcca 

tcaagctaga 

agaaaatgct 

tgtcgtcatg 

cctggtgaga 

caatgatatt 

aagacagact 

cctctttcaa 

aattacaaaa 

agagcttatt 

tctgaaggaa 

tattccaaca 

agaacgaact 

tcatctagta 

gacaatcaag 

gttggacatc 

acattctact 

aagcttagtc 

agagcaggag 

gaaagctttg 

tcagtagtta 

tctgctactg 

cgtgcatcat 

taaatctttt 



aatacgaagt 
tagttatttg 
agacttatag 
tatgtgcaaa 
ggtgatatag 
ttacagtgaa 
ctttagagaa 
tcctttcatt 
aaagagcctg 
atgggtaaat 
tagtgtcttg 
agaagacaat 
agaaacttca 
gtctcccaga 
agcacaatct 
tgtgaactct 
aggagtctgg 
tgctgtggcc 
cagttctatc 
tctaagaata 
ggcattcact 
tcaaggatgg 
agtatgtggc 
atagggcctg 
ccaaaggatg 
aatacttcag 
cgattgagga 
agtgctggat 
ggcttgagat 
aggtgtgagt 
tatcctcatc 
gaccctacag 
atgagcacgc 
cagacggttc 
gtctcagtac 
gaagagatgg 
cagttgacac 
caggaacatg 
gacaccgttt 
attgactcca 
gaagacgttt 
tgcaaagtgt 
gtctgccagg 
gggactgtgc 
agaagctgtc 
ctctttcaag 
tgttgcaagg 
ttgggatgct 
gattcaggtg 
gggtaccctg 
gtaaatattt 
tgtagtgtgt 
taaaaagtgt 



tttcaaaaag 
aggtaacaaa 
tggaaagggc 
atactgtctg 
aagatttaac 
tactgtagtc 
tactgtatga 
tcataggaaa 
aatatatgcc 
agatctcagg 
gcaagtgaga 
gaatctatcc 
tctggaagtt 
gactcggcca 
tgtcaaattg 
accgaatgtc 
ctcgtgctgg 
tgatgttgga 
ccagctgcag 
tgtctcctgt 
ccaacctgtg 
atccctgcag 
ctttaagttt 
gagacagggt 
atgctatgtc 
aaacacagag 
catttctgta 
tctattacgt 
gttgggaacc 
tcttgatacg 
ttcttgagca 
agacagtggt 
ctgtggttaa 
agcggcagat 
ttttgaatgc 
catcaggtga 
atgtccttcc 
atattattag 
tagtcaaggg 
cgttatatga 
caggcttgtc 
gtatggacag 
aatgtgcccc 
gcacatttct 
agaacaaaga 
attagtaatc 
gaaggtctat 
tgctgtatgt 
atgtggagct 
tgcttcttgg 
tctgtttgtg 
gcagggatgt 
aaaaaaaaaa 



aaggctagtg 
agaaagccat 
cttaaacaca 
ttgaccagat 
agtgagggag 
ttaatagacc 
catcttctct 
aggagtagtt 
ctagtaccta 
ttacccagaa 
cagatttgtc 
agtcaggtgt 
taagcggtca 
aggtacctta 
gacaaaggag 
tacatattca 
cttttattat 
taactggaaa 
ctttgtacag 
gaaaagtaga 
ctctagccct 
ctatgccatg 
tctgtcacca 
ggcctgtttt 
agagcaccgc 
gtttagtata 
ctggccacct 
ggatcgcaat 
tggagatgac 
gatgaagggt 
gctgttgtcc 
gcattttggc 
agcagccttg 
cctggccact 
tgaagatgag 
cttatcactg 
tatcctggat 
acagaaaaca 
aaatgctgca 
aaacttattt 
attggaagag 
agaggtttct 
ttctctaagg 
ctcatgagtg 
atgaactact 
ttgctttatg 
gctgttgagc 
ccttcaggac 
cagaaatcct 
tgcttttcct 
agaaatatat 
atgcaggcaa 
a 



caacagaaaa 
gtcttgaatt 
ggcggacttt 
gtattcacat 
ttaacagtct 
tgagctgact 
aaggaaaacc 
cagatgtcat 
ggcttcataa 
gagttcatgt 
ctgtgagggt 
ctgtggtgga 
gaaatactat 
caccaaaaac 
agcgaagaaa 
gcttttccca 
acaggtgtga 
caaggggaca 
actctgcttt 
tttgcacatt 
cttaattcta 
agtacagaag 
gcagagctgg 
gcctgtggtg 
agacattttc 
tcaaatctaa 
agtgttcctg 
gatgatgtca 
ccctggatag 
caggagtttg 
acttcagaca 
cctggagaaa 
gaaatgggct 
ggtgagaact 
agaagagaag 
attcggaaga 
aatcttcttg 
cagataccct 
gccaacatct 
gtggaaaaga 
cagttgcgga 
attgtgttca 
aagtgcccca 
aagaatggtc 
gatttcagct 
aagggtagca 
tacaggactg 
ttcttggatt 
gaaaccagtg 
ttctggaaaa 
taaagtgttt 
aacactgtgt 



gctttgctaa 
gattcgttct 
ataaaatgca 
gatatataca 
gtgctttaag 
gctgcagttg 
agctgcagac 
gtttaagtcc 
ctagtaataa 
gacccccaaa 
gtcaattcac 
gatctagtgt 
tactactcat 
ttaaacgtat 
aaatgaagtt 

ggggagttcc 

atgacaaagt 
gtcctgttga 
cagccagtct 
cgtcacctct 
gagcagtgga 
aggccagatt 
ccagagctgg 
ggaaactgag 
cccactgtcc 
gtatgcagac 
ttcagcccga 
agtgcttttg 
aacacgccaa 
ttgatgagat 
ccccaggaga 
gttcgaaaga 
tcagtaggag 
acaggaccgt 
aggagaagga 
atagaatggc 
aggccagtgt 
tacaagcaag 
tcaaaaactc 
atatgaagta 
gattacaaga 
ttccgtgtgg 
tctgcagggg 
tgaaagtatt 
cttcagcagg 
ttgtatattt 
tgtctgttcc 
tggaatttgt 
gctctggtac 
taaggatttt 
cttttaaagg 
atataataaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3151 
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<210> 14 
<211> 612 
<212> PRT 

<213> Mus musculus 



<400> 14 












Met 


Asp 


Lys 


Thr 


Val 


Ser 


Gin 


Arg 


1 








5 








Lys 


Leu 


Lys 


Arg 


lie 


Met 


Glu 


Lys 








20 










Lys 


Glu 


Ser 


Glu 


Glu 


Lys 


Met 


Lys 






35 










40 


Arg 


Met 


Ser 


Thr 


Tyr 


Ser 


Ala 


Phe 




50 










55 




Arg 


Ser 


Leu 


Ala 


Arg 


Ala 


Gly 


Phe 


65 










70 






Val 


Lys 


Cys 


Phe 


Cys 


Cys 


Gly 


Leu 










85 








Asp 


Ser 


Pro 


Val 


Glu 


Lys 


His 


Arg 








100 










Val 


Gin 


Thr 


Leu 


Leu 


Ser 


Ala 


Ser 






115 










120 


Ser 


Pro 


Val 


Lys 


Ser 


Arg 


Phe 


Ala 




130 










135 




Gly 


lie 


His 


Ser 


Asn 


Leu 


Cys 


Ser 


145 










150 






Glu 


Asp 


Phe 


Ser 


Ser 


Arg 


Met 


Asp 










165 








Glu 


Glu 


Ala 


Arg 


Phe 


Leu 


Thr 


Tyr 








180 










Ser 


Pro 


Ala 


Glu 


Leu 


Ala 


Arg 


Ala 






195 










200 


Asp 


Arg 


Val 


Ala 


Cys 


Phe 


Ala 


Cys 




210 










215 




Pro 


Lys 


Asp 


Asp 


Ala 


Met 


Ser 


Glu 


225 










230 






Pro 


Phe 


Leu 


Glu 


Asn 


Thr 


Ser 


Glu 










245 








Leu 


Ser 


Met 


Gin 


Thr 


His 


Ser 


Ala 








260 










Pro 


Pro 


Ser 


Val 


Pro 


Val 


Gin 


Pro 






275 










280 


Tyr 


Tyr 


Val 


Asp 


Arg 


Asn 


Asp 


Asp 




290 










295 




Gly 


Leu 


Arg 


Cys 


Trp 


Glu 


Pro 


Gly 


305 










310 






Lys 


Trp 


Phe 


Pro 


Arg 


Cys 


Glu 


Phe 










325 








Phe 


Val 


Asp 


Glu 


He 


Gin 


Ala 


Arg 








340 










Leu 


Ser 


Thr 


Ser 


Asp 


Thr 


Pro 


Gly 






355 










360 


Thr 


Val 


Val 


His 


Phe 


Gly 


Pro 


Gly 




370 










375 




Met 


Ser 


Thr 


Pro 


Val 


Val 


Lys 


Ala 


385 










390 






Ser 


Leu 


Val 


Arg 


Gin 


Thr 


Val 


Gin 










405 








Asn 


Tyr 


Arg 


Thr 


Val 


Asn 


Asp 


He 



Leu 


Gly 


Gin 


Gly 


Thr 


Leu 


His 


Gin 




10 










15 




Ser 


Thr 


He 


Leu 


Ser 


Asn 


Trp 


Thr 


25 










30 






Phe 


Asp 


Phe 


Ser 


Cys 


Glu 


Leu 


Tyr 










45 








Pro 


Arg 


Gly 


Val 


Pro 


Val 


Ser 


Glu 








60 










Tyr 


Tyr 


Thr 


Gly 


Val 


Asn 


Asp 


Lys 






75 










80 


Met 


Leu 


Asp 


Asn 


Trp 


Lys 


Gin 


Gly 




90 










95 




Gin 


Phe 


Tyr 


Pro 


Ser 


Cys 


Ser 


Pne 


105 










110 






Leu 


Gin 


Ser 


Pro 


Ser 


Lys 


Asn 


Met 










125 








His 


Ser 


Ser 


Pro 


Leu 


Glu 


Arg 


Gly 








140 










Ser 


Pro 


Leu 


Asn 


Ser 


Arg 


Ala 


Val 






155 










160 


Pro 


Cys 


Ser 


Tyr 


Ala 


Met 


Ser 


Thr 




170 










175 




Ser 


Met 


Trp 


Pro 


Leu 


Ser 


Phe 


Leu 


185 










190 






Gly 


Phe 


Tyr 


Tyr 


He 


Gly 


Pro 


Gly 










205 








Gly 


Gly 


Lys 


Leu 


Ser 


Asn 


Trp 


Glu 








220 










His 


Arg 


Arg 


His 


Phe 


Pro 


His 


Cys 






235 










240 


Thr 


Gin 


Arg 


Phe 


Ser 


He 


Ser 


Asn 




250 










255 




Arg 


Leu 


Arg 


Thr 


Phe 


Leu 


Tyr 


Trp 


265 










270 






Glu 


Gin 


Leu 


Ala 


Ser 


Ala 


Gly 


Phe 










285 








Val 


Lys 


Cys 


Phe 


Cys 


Cys 


Asp 


Gly 








300 










Asp 


Asp 


Pro 


Trp 


He 


Glu 


His 


Ala 






315 










320 


Leu 


He 


Arg 


Met 


Lys 


Gly 


Gin 


Glu 




330 










335 




Tyr 


Pro 


His 


Leu 


Leu 


Glu 


Gin 


Leu 


345 










350 






Glu 


Glu 


Asn 


Ala 


Asp 


Pro 


Thr 


Glu 










365 








Glu 


Ser 


Ser 


Lys 


Asp 


Val 


Val 


Met 








380 










Ala 


Leu 


Glu 


Met 


Gly 


Phe 


Ser 


Arg 






395 










400 


Arg 


Gin 


He 


Leu 


Ala 


Thr 


Gly 


Glu 




410 










415 




Val 


Ser 


Val 


Leu 


Leu 


Asn 


Ala 


Glu 
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* 



420 425 430 



Asp 


Glu 


Arg 


Arg 


Glu 


Glu 


Glu 


Lys 


Glu 


Arg 


Gin 


Thr 


Glu 


Glu 


Met 


Ala 






435 










440 










445 








Ser 


Gly 


Asp 


Leu 


Ser 


Leu 


He 


Arg 


Lys 


Asn 


Arg 


Met 


Ala 


Leu 


Phe 


Gin 




450 










455 










460 










Gin 


Leu 


Thr 


His 


Val 


Leu 


Pro 


He 


Leu 


Asp 


Asn 


Leu 


Leu 


Glu 


Ala 


Ser 


465 










470 










475 










480 


Val 


He 


Thr 


Lys 


Gin 


Glu 


His 


Asp 


He 


He 


Arg 


Gin 


Lys 


Thr 


Gin 


He 










485 










490 










495 




Pro 


Leu 


Gin 


Ala 


Arg 


Glu 


Leu 


He 


Asp 


Thr 


Val 


Leu 


Val 


Lys 


Gly 


Asn 








500 










505 










510 






Ala 


Ala 


Ala 


Asn 


He 


Phe 


Lys 


Asn 


Ser 


Leu 


Lys 


Glu 


He 


Asp 


Ser 


Thr 






515 










520 










525 








Leu 


Tyr 


Glu 


Asn 


Leu 


Phe 


Val 


Glu 


Lys 


Asn 


Met 


Lys 


Tyr 


He 


Pro 


Thr 




530 










535 










540 










Glu 


Asp 


Val 


Ser 


Gly 


Leu 


Ser 


Leu 


Glu 


Glu 


Gin 


Leu 


Arg 


Arg 


Leu 


Gin 


545 










550 










555 










560 


Glu 


Glu 


Arg 


Thr 


Cys 


Lys 


Val 


Cys 


Met 


Asp 


Arg 


Glu 


Val 


Ser 


He 


Val 










565 










570 










575 




Phe 


He 


Pro 


Cys 


Gly 


His 


Leu 


Val 


Val 


Cys 


Gin 


Glu 


Cys 


Ala 


Pro 


Ser 








580 










585 










590 






Leu 


Arg 


Lys 


Cys 


Pro 


He 


Cys 


Arg 


Gly 


Thr 


He 


Lys 


Gly 


Thr 


Val 


Arg 






595 










600 










605 








Thr 


Phe 


Leu 


Ser 



























610 



<210> 15 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Based on Homo sapiens sequence 
<400> 15 

agtgcgggtt tttattatgt g 21 

<210> 16 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Based on Homo sapiens sequence 
<400> 16 

agatgaccac aaggaataaa cacta 25 

<210> 17 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Based on Homo sapiens sequence 
<400> 17 

Met Glu Gin Lys Leu He Ser Glu Glu Asp Leu 
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